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Introduction

The Parkinson’s Progression Markers Initiative (PPMI) is a longitudinal observational study conducted at over thirty international sites that collects data and biospecimens from idiopathic Parkinson’s patients, age- and
gender-matched controls, and participants with risk factors for Parkinson’s disease (PD), such as genetic mutations, hyposmia, and REM Sleep Behavior Disorder (RBD), for a minimum of five years. PPMI makes
these data and biospecimens rapidly available to qualified investigators to enable biomarker research. In addition to blood products, nucleic acids, urine, and cerebrospinal fluid (CSF), PPMI is also committed to
obtaining and distributing a range of cell lines, including uniformly collected fibroblasts and induced pluripotent stem cells (IPSCs), from these well-characterized participants to be used for biomarker research,
therapeutic development, drug screening, and disease modeling. PPMI includes these collections as part of two separate Golub Capital IPSC sub-studies, described below.
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DATATOP for biomarker discovery/validation
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Patient PBMC- Isogenic Control
Derived iPSCs IPSCs

¢ Control ¢ GBA PD Corrected
¢+ SWEDD ¢ LRRK2 PD Corrected
¢ iPD ¢ SNCA PD Corrected
¢ GBAPD ¢ GBA Unaffected
¢ LRRK2 PD Corrected
¢ SNCA PD ¢ LRRK2 Unaffected
¢+ GBA Unaffected Corrected
¢ LRRK?2 Unaffected ¢ GBA+LRRK?2
¢ GBA+LRRK?2 Unaffected Corrected
Unaffected ¢ SNCA Unaffected
¢ SNCA Unaffected Corrected
¢ Hyposmia
¢ RBD

Reprogrammed
Neurons and Glia

¢ Control
¢ SWEDD
¢ IPD
¢ GBA PD + Corrected
¢ LRRK2 PD +
Corrected
¢ SNCA PD + Corrected
¢ GBA Unaffected +
Corrected
¢ LRRK2 Unaffected +
Corrected
¢ GBA+LRRK?2
Unaffected + Corrected
¢ SNCA Unaffected +
Corrected
¢ Hyposmia
¢ RBD
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Table 1. Cell lines available through the PPMI iPSC
study. IPSC lines are available for subjects without PD
age 30 years or older with no first degree relative with
PD (Control), patients consented as PD patients with
Scans Without Evidence of Dopaminergic Deficit
(SWEDD), patients with idiopathic PD, patients with a
genetic mutation diagnosed with PD (Genetic PD),
patients harboring a genetic mutation without evidence
of PD (Genetic Unaffected), and patients with risk factors
for PD (Prodromal). Three iPSC clones are available for
each patient.
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Summary and More Information

For more information please visit:

www.ppmi-info.org for information on the PPMI study as
well as availability of PPMI data and biospecimens.
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Fig 1. Example of the characterization performed by WiCell on the IPSC
lines. Data presented is for the PPMIOO1i cell line and includes
karyotype analysis by G-Band and assessment of markers of the
undifferentiated status of the cell line by flow cytometry. Additional
analyses include thaw recovery, STR (identity), sterility testing, and
mycoplasma testing.

www.michaelifox.org/biospecimens for information on
biospecimen availability for PPMI and additional cohorts.

www.michaeljfox.org/data for information on data
availability for PPMI and additional cohorts.
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